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The fine specificity of monoclonal antibodies is the indispensable
information to the elucidation of the protein-ligand interaction.
The data on the epitope of antigens have been desperatelyvrequired
in immunology, pharmacology and molecular biology because the
epitope is specifically recognized by antibodies. With these
interests, Epitope Data Bank has been developed as a feasibility
study for supporting those fields. The record of Epitope Data Bank
is a sequenced epitope locating on antigen molecule with links to
PIR, GenBank/EMBL/DDBJ and HDB. The software for the retrieval of
antigens and epitope sequences was also developed. Further link to
PDB is under developing to support biologists to find proper

reference structure for modeling of antibody structure.
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DE C>ARMI91 ;developer

DE P>ARII91 ;developer

IM &> Escherichia coli SKhrecA a.CCrbacteria b.CC>protein

R ;multiple doses in vivo

DO 6>Mus musculus CHrmouse $>BALB/c Orspleen

IP 6>lfus musculus CHrmouse S>BALB/¢ T>done marrow CE»B-lymphocyte PA>plasmacytoma CD>P3-X63
PR ;fusion

PD ;IgGl

AS$ ;immunoblot ELISA

RE 1.6 Escherichia coli 1.SH>recA 1.t/>38 kD 1.a4.CCobacteria 1.1.CCrenzyme 1.c.CCrprotein
AB P>ARIM1I91 completely inbibits negatively superbericel DNA-

AB dependent ATPase activity and D-loop formation but not affect
AB on ss-ATPase sctivity .

LI RE is similar to PHrARM321, PrARMI4, P>ARHII2, PHARMI93

SD ARM191

SD ARM191

LD JPF LSB2047 ,J§

EI DA>9001 CV>900S
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GenBank/EMBL/DDBJ & V) 7 8¢ 5 A% BT % o 7= (K 2 Epitope Data Bank) o

[ 2 Epitope Data Bank o 1

1 AIDENKQKALAAALGQIEKQFGKGS IMRLGEDRSMDVETISTGSLSLDIALGAGGLPMGR 60
61 IVE IYGPESSGKTTLTLQVIAAAQREGKTCAF IDAEHALDPIYARKLGVDIDNLLCSQPD 120
121 TGEQALE ICDALARSGAVDVIVVDSVAALTPKAEIEGEIGDSHMGLAARMMSQAMRKLAG 180
181 NLKQSNTLLIFINQIRMKIGVMFGNPETTTGGNALKFYASVRLDIRRIGAVKEGENVVGS 240
241 ETRVKVVKNKIAAPFKQAEFQILYGEGINFYGEKVDLGVKEKLIEKAGAWYSYKGEKIGQ 300
aaaaaaaaaaaaaaaaaa

301 GKANATAWLKDNPETAKEIEKKVRELLLSNPNSTPDFSVDDSEGVAETENEDF * 352
aaaaaaaaaaaaaaaaaaaa
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COMMENTS for individual epitopes:
Epitope labeled by 'a' :This epitope is recognized by monoclonal IgG ARM191

Epitope labeled by 'b' :This epitope is recognized by monoclonal IgG ARM193
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