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Abstract
Thanks to the genome projects and the research for the bio-diversity, we can find a great

amount of biological information in Web servers. Thus it is very useful for us to set up a
common mechanism to retrieve and exchange biological information worldwide. One of the
most fundamental parts of the information sharing is to design the extensible format for the
target data in diverse domains of biology. We propose a format by use of XML for the
description of the microbial biological information such as bio-chemical characteristics, DNA

sequences and their annotations.
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<«?xm! ancoding="US-ASCIl*?>

<IELEMENT YEASTS (ENTRY+)>
<IELEMENT ENTRY (SEQUENCE?, CATEGORY")>

<IATTLIST ENTRY
D CDATA #REQUIRED
NAME CDATA #REQUIRED
COLONIES CDATA #IMPLIED
GENUS CDATA #IMPLIED
SPECIES CDATA #IMPLIED

INPUT-DATE CDATA #IMPLIED
MODIFY-DATE CDATA #IMPLIED
TYPESTRAIN (TRUEIFALSE) ‘FALSE’
STATUS (PUBLICIPRIVATE)'PUBLIC’

>
<IELEMENT SEQUENCE EMPTY>
<IATTLIST SEQUENCE
ACCESSION CDATA #IMPLIED
VALUE CDATA #IMPLIED

>
<IELEMENT CATEGORY (TEST")>
<IATTLIST CATEGORY

) CDATA #REQUIRED
o bi o a? " NAME CDATA #REQUIRED
+:“on¢’ ofone R
2:non” o <IELEMENT TEST EMPTY>
* " N <IATTLIST TEST
: gon ofone ) CDATA #REQUIRED
NAME CDATA #REQUIRED
VALUE CDATA #IMPLIED
DATE CDATA #IMPLIED
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<?xmi version="1.0"?>

<IDOCTYPE YEASTS SYSTEM "YEASTS.dtd">

<YEASTS>

<ENTRY ID="NB-78" NAME="NB-78" COLONIES=" "
GENUS="Sporobolomyces” SPECIES="roseus” TYPESTRAIN="TRUE"
INPUT-DATE="1999/04/08" MODIFY-DATE="" STATUS="PUBLIC">
<SEQUENCE ACCESSION="AB006695"

VALUE="gaaggctgag gaaagceicta gectggeaga giticactce ttacatget

cacctttcag g ageetiggge ag g 1999
gaagcagiat caglggagag”>
</SEQUENCE>

<CATEGORY [D="1" NAME="Category-No1.“>
<TEST ID=*1" NAME="C.Glucose” VALUE="+" DATE="1999/04/08"></TEST>
<TEST ID="2" NAME="C.Galactose"” VALUE="D" DATEx"1999/04/08"></TEST>
<TEST ID="3" NAME="C.L Sorbose" VALUE="D" DATE="1999/04/08 " ></TEST>
<TEST ID="4" NAME="C.Sucrose” VALUE="+" DATE="1998/04/08"></TEST>
<TEST ID="5* NAME="C.Maltose” VALUE="+" DATE="1999/04/08"></TEST>
<TEST ID="6" NAME="C.Cellobiose” VALUE="+" DATE="1999/04/08"></TEST>
<TEST ID="7" NAME="C.Trehalose* VALUE="+" DATE="1999/04/08"></TEST>
<TEST ID="8" NAME="C.Lactose" VALUE="-" DATE="1999/04/08"></TEST>
<TEST ID="9" NAME="C.Melibiose” VALUE="-" DATE="1999/04/08"></TEST>
<TEST ID="10" NAME="C.Raffinose” VALUE="W" DATE="1999/04/08 "></TEST>
<TEST ID="11" NAME="C.Melezitose* VALUEx"+* DATE="1999/04/08"></TEST>
<TEST ID="13" NAME="C.Sol. starch” VALUE="+* DATE="1999/04/08"></TEST>
<TEST ID="14" NAME="C.D Xylose" VALUE="D" DATE="1998/04/08"></TEST>
<TEST ID="15" NAME="C.L Arabinose” VALUE="" DATE="1999/04/08"></TEST>
<TEST ID="16" NAME="C.D Arabinose” VALUE="D" DATE="1999/04/08"></TEST>
<TEST ID="17" NAME="C.D Ribose" VALUE="D" DATE="1999/04/08"></TEST>
<TEST ID="18" NAME="C.L Rhamnose" VALUE="-* DATE="1998/04/08"></TEST>
<TEST ID="20" NAME="C.Glycerol” VALUE=*D" DATE="1999/03/08"></TEST>

</CATEGORY>

<CATEGORY ID="2" NAME="Category-No2.">
<TEST ID="1" NAME="Growth 25" VALUE="+" DATEx"1998/04/08"></TEST>
«TEST IDs"2" NAME=“Growth 30" VALUE="-" DATE="1998/04/08"></TEST>
«<TEST ID="3" NAME="Growth 35" VALUE="-* DATE="1999/04/08"></TEST>

</CATEGORY> .

</ENTRY>
</YEASTS>
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